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Following publication of the original article (Shui et al.
2024), the author found 5 errors in the published article.

1. One of the author’s name has been corrected from
Gou Chunping to Guo Chunping.

2. The reference (Zhao SQ. 2016) in Table 2 has been
updated to: Zhao SQ. Analysis on the major gene
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and multigene mixed inheritance and QTL mapping
for early maturity traits in upland cotton. Chin Acad
Agric Sci. 2016. https://doi.org/10.3969/j.issn.20160
0501. (in Chinese with English abstract).

. In 'Results’ part, 'Phenotype analysis of 238 cotton

boll abscission among cotton accessions’ paragraph,
the phenotype analysis of AR1 ranging from 19.27%—
63.79%, which was wrongly written as 19.27%-
63.97%.

. 'The 2018KRLis modified to 2018KEL’ in Table 1.
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Table 1 has been updated from:
Table 1 Phenotypic statistics of cotton boll abscission traits
Trait Env Min Max Mean sD CVi% Skewness Kurtosis H?
AR /% 2018KRL 211 3132 1045 458 4383 0.90 173 060
20185HZ 043 4145 1472 939 6379 058 057
2019KEL 2122 6330 4103 791 1927 012 043
20195HZ 165 3468 1351 6.73 4981 071 0.27
AR2 /% 2018KRL 2301 7389 4331 925 2136 050 038 060
20185HZ 1167 5865 3374 1087 3222 053 049
2019KEL 35.15 74.94 55.54 681 1226 012 004
20195H7Z 1564 6017 3891 794 2041 0.01 -0.07
FP /d 2018KRL 7785 8865 8385 215 256 027 040 075
20185HZ 66.25 85.90 77.77 472 607 058 065
2019KEL 69.00 80.00 7322 224 306 058 009
20195HZ 7280 91.00 82.17 409 498 053 067
WGP /d 20185H7Z 13255 148.00 14037 364 259 041 -0.39 032
2019KEL 11150 145.00 13204 4 65 352 039 128
20195HZ 135.55 15950 147.40 454 308 030 005
To:
Table 1 Statistics of cotton the abscission of cotton boll traits in cotton
Trait Env Min Max Mean 5D CV% Skewness Kurtosis H?
ARI1 /% 2018KEL 211 3132 10.45 458 4383 0.90 1.73
2018SHZ 0.43 4145 14.72 939 6379 0.58 057 05
2019KEL 21.22 63.30 41.03 791 19.27 0.12 043
2019SHZ 1.65 3468 13.51 673 49.81 071 027
AR2 /% 2018KEL 23.01 73.89 4331 925 2136 0.50 038
2018SHZ 11.67 58.65 33.74 1087 3222 053 049 06
2019KEL 3515 74.94 55.54 6.81 12.26 -0.12 -0.04
2019SHZ 15.64 60.17 38.91 794 2041 0.01 0.07
FP/d 2018KEL 77.85 88.65 8385 215 2.56 027 040
2018SHZ 66.25 85.90 77.77 472 6.07 058 065 075
2019KEL 69.00 80.00 73.22 224 3.06 -0.58 -0.09
2019SHZ 72.80 91.00 8217 409 4.98 053 0.67
WGP /d 2018SHZ 132.55 148.00 14037 3.64 2.59 0.41 039
2019KEL 11150 14500 13204 465 352 -0.39 128 032
2019SHZ 135.55 159.50  147.40 4.54 308 030 -0.05
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5. The four X-axes is modified to Environments in
Fig. 1.

Fig. 1 has been updated from:
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The original article (Shui et al. 2024) has been updated.
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